Supplementary information
. Host range analysis of purified bacteriophage Va_90-11-287_p41. Infectivity is categorized as: white "no inhibition observed", gray "turbid inhibition zone", black "clear inhibition zone". Proliferation host and method of phage purification are indicated in parenthesis respectively. Figure S2 . Genomic comparison of bacteriophage ɸVa-90-11-287_p41 proliferated in the V. anguillarum strains Ba35 and T265. Grey bars represent the phage genomic sequence with 100% homology among phages. Green color in the consensus sequence indicates identical nucleotide sequence at the same position.
